product was dissolved along with unreacted vanillin). The combined organic layers were extracted with saturated sodium bicarbonate solution (2 x 50 mL) and separated. The sodium bicarbonate solution was acidified with conc. HCl which gave the product as a white precipitate. The product was subsequently filtered and dried in hot air oven at 60 °C for 24 hrs (yield: 86.2%). 1 When the reaction temperature reaches 70 °C, n-butylamine (0.096 mL, 0.95 mmol) was added drop wise over 5 min. Then the reaction mixture was stirred at 70 °C for 4 hrs.
Then the reaction mixture was added to 5% hot acetic acid solution (4 mL) and stirred for 3 hrs. It was diluted with water (25 mL) and extracted with ethyl acetate (2 x 50 mL).
The combined organic layers were again washed with water (50 mL) and extracted with 10% sodium bicarbonate solution (2 x 25 mL). The aqueous layer was separated and neutralized with 2 N HCl (the pH of the solution should be 6.0-6.5). Bicelle and Vesicle Preparation: All lipids were purchased from Avanti Polar Lipids (Alabaster, AL). DMPC/DHPC (2:1) bicelles were prepared by lypholizing the lipid film overnight. Lipids were rehydrated in phosphate buffered saline (10 mM, 100 mM NaCl, pH 7.4) and vortexed at 4 ᴼC until lipids were completely dissolved. Lipid solutions underwent five freeze-thaw cycles to generate bicelles. 2 Lipid vesicles were prepared by rehydration and micro-extrusion through a 100 nm membrane 21 times 2 . Vesicles were measured by dynamic light scattering (DLS) to confirm their size (data not shown). Dyefilled vesicles were prepared at 10 mg/mL in a similar fashion, however rehydrated with a 6-carboxyfluorescein solution. After extrusion, dye-filled vesicles were separated on a size-exclusion column (GE Sephadex G50) to remove any free carboxyfluorescein. The concentration of dye-filled vesicles was measured using the Stewart assay.
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Thioflavin T (ThT) Fluorescence Assays. ThT fibril formation was measured by increased fluorescence emission upon binding of amyloid fibers to the commonly used amyloid-specific dye, ThT. 4 ThT was added to a chilled phosphate buffered saline (10 mM phosphate, 100 mM NaCl, pH 7.4) to make a final dye concentration of 20 µM. For experiments without lipids, CurDAc (10 µM) was added. To solutions containing bicelles and vesicles, lipids were added to a final concentration of 100 -1000 µM. hIAPP monomer solution was added to each well to a final peptide concentration of 10 µM. 
Circular Dichroism (CD). CD measurements were performed on JASCO J-815
Spectropolarimeter using a 0.1 cm path length cell. Freshly prepared monomer solution was added to PBS (10 mM, 100 mM NaF, pH 7.4) at a final concentration of 20 µM.
Samples containing CurDAc were co-incubated with 20 µM compound. Molar CD per residue values were calculated using ε = θ obsd /(3298lcn), where θ obsd is the observed ellipticity measured in millidegrees, c is the molar concentration, l is the cell path length in centimeters, and n is the number of residues in the peptide.
Dynamic Light Scattering (DLS).
Light scattering experiments were performed on hIAPP (25 µM) and hIAPP with CurDAc (25 µM) using a DynaPro Nanostar instrument from Wyatt Technology (Santa Barbara, CA). Light scattering was measured at 90°. The intensity correlation function and the distribution of the hydrodynamic radii (R hyd ) of the particles contributing to the scattering were determined using DYNAMICS software (Wyatt Technology).
Transmission Electron Microscopy (TEM). Samples for negative stain TEM analysis
were deposited on continuous carbon films on copper rhodium 100 mesh grids (Electron Microscopy Sciences, EMS Hatfield PA.). Prior to adding samples, the grids were charged using a glow discharger for 15 s at 30 mA negative discharge. Aliquots from
ThT experiments incubated for 4 h were adsorbed to the grids for 2 min prior to rinsing with two 10 µL drops of water for 10 s. Samples were blotted using No. paper. Samples for TEM were then stained with a 10 µL drop of freshly filtered 2% uranyl acetate (EMS) for 15s before blotting excess stain. Samples were analysed using a Philips CM-100 microscope operating at 80 kV.
Saturation Transfer Difference Nuclear Magnetic Resonance (STD NMR).
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Saturation transfer difference (STD) NMR experiments for a sample containing CurDAc (250 µM) and hIAPP monomers (25 µM) were carried at 25 ºC for 18 hours consecutively with an interval of 15 min using a Bruker 600 MHz NMR spectrometer equipped with a cryo probe. The peptide, hIAPP or its fibril was RF-irradiated at -1 (onresonance) and at 40 ppm (off-resonance) for a duration of 2 s and 128 scans were coadded to get the spectrum. The selective RF-irradiation was achieved by a train of Gaussian pulses with 1% truncation for a duration of 49 ms with an interval of 1 ms at 50 dB.
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